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Electrophorese de 'ADN du génome du
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ContrGle de la floraison par des facteurs
abiotiques : exemple de la vernalisation
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Fig. 3. Model for the regulation
of the floral repressor FLC
thronghout the drabidopsis life
cycle. During seedling growth,
a group of genes encode
proteins that function as
activators of FLC expression
(shown in purple); these genes
inchude FRI, FRL1 FRIL2
ESD4, ARTI PIEI VIP3 and
VIP4. These proteins may
mamtain FLC chromatin in an
active state (indicated by an
open structure and the presence
of active histone tail
modifications shown in green).
The autonomous pathway
functions antagomstically to the
activators to repress FLC
expression. The RNA-binding
proteins FCA_ FPA and FLE
and the polyadenylation factor
FY, may function post-
transcriptionally to achieve this
and are shown in red. The
FVEFLD proteins act with a
putative lustone deacetylase
(HDAC; all shown in orange) to
promote an inactive FLC
chromatin state, represented by
a closed structure with inactive
histone tail modifications (red).
FLC is also repressed by
exposure to long periods of
cold (vernalization). The
proteins acting in the
vernalization pathway are
shown in pink Prolonged cold
induces FIN3 expression, which
promotes an inactive FLC
chromatin state. Subsequently,

Activators

@ Stage of plant life cycle
@ 9 P Y
w@l% ¢

Histones -,

+= Prolonged
cold

Pmt—h’xnscnphonal" Vernalization and flowering

le®

Vegetative seedling

Repres 50[’5

@

Gametogenesis,
_ fertilization,
Resetting embryogenesis

FLC

the VRIN1 and VRIN2 proteins are recruited to FLC, and are required for the methylation of FLC histones and the maintenance of silencing.
These marks may promote the association of silencing factors with FLC chromatin that reinforce its repression. During meiosis, gametogenesis
or early embryogenesis, FLC repression 1s overcome, thus resetting ifs expression in the next generation.
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Pour s’entrainer



RN-Premessager: ACAUUUGCUUCUGACACARCUGUGUUCACUAGCAACCUC (séq. en x)
RNm-HB-Beta : ACAUUUGCUUCUGACACAARCUGUGUUCACUAGCAACCUC (séq. eny)

1 100 200 300 400 500 BOO 700 80O 900 1000 11001200 1300 1400 1500 1602

I1 fodl iy

) 1001

: 200-

3 300

: 4001
CIY) 500-
i

24- 2l

EO
15 K




M Dotplot ARN-Premessager ARNm-HB-Beta

ARN-Premessager: ACAUUUGCUUCUGACACAARCUGUGUUCACUAGCAARCCUC (séq. en x)
IARNm-HB-Beta : ACAUUUGCUUCUGACACAACUGUGUUCACUAGCAACCUC (séq. eny)
1 100 200 300 400 500 600 700 8OO 300 1000 1100 1200 1300 1400 1500 1602
H1 L‘ b _I
) 1004 |
3 200+
g 300+
e 400+
6 U 500+
§ 25 '
15 5 624- —I
Bl -l —
LILIES
4 >
HAME Fenétre de calcul : 15 Matrice : Unité Score:>=15 x=13 y=13

150 280 500 1350 1602 nt
Intron Intron GGG




Cyto-

Ligne de plasmique Nucléaire
dépbt des =
ARN

- — 5450 nucléotides

S 3100
— 2750

— 2500
— 2300
- 2000

o~
. @ -



DNA

1 30 104 105 146 stop
S T von  EEEEREE  nvon  [EEEEENEENN U5
(a) Pre-mRNA

1 30 104 105 146 stop
05 DEEEEE  nvon  ENEEEREEEN nvon  [EEEEERNENRD US
(b) mRNA

(¢) Pre-g globin

Wheva  Arg AmPro s [
(d) g globin
Ve Ao APro ts B



m—
de PBglobire 1|
Site de début de l

s«
la symthése 0 ARN polylA)

T @ e————————————
primaire d'ARN

Clivage on 3" ot
addmion d'une
Queue de polyiA)
.
i Exon O e ———
| | /
! Nr-oo Queve
. . de poly(A)

UTR
a
m’Gooo A),
Excision des introns,
n hgature des exons

ARNmM de —A)
Pglobane



Exploitation des microsatellites

- R . 1. e . 0
= PERE PRESUME 232 pb
< “m»
7 I | | |
B ™ ferpenow Bl ™M Pargewe

o 888

BEEHED

Bl N e



Sondes
Melange 1

Meére
Enfant
Pére

Sondes
Meélange 2

ETE

8
g .

Meére

P




550 bp —
450 bp —

350 bp —
250 bp —

150 bp —



